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natu—re International weekly journal of science

Home | News & Comment | Research | Careers & Jobs | Current Issue | Archive | Audio & Video | For

Specials & supplements archive Human Microbiota

SPECIAL » See all specials

IFAY

HUMAN MICROBIOTA

The human body is colonized by a vast number of microbes, collectively referred to as the human
microbiota. The link between these microbes and our health is the focus of a growing number of
research initiatives, and new insights are emerging rapidly, some of which we are proud to present
in this special collection.

Credit: Roger Harris/Science Photo Library

v Current Research

Nature, 12 May 2011
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16S ribosomal RNA 12{&F
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Ribosomal Database Project (Michigan State Univ.)

RDP HOME | ABOUT | ANNOUNCEMENTS | CITATION | CONTACTS |

RIBOSOMAL DATABASE PROJECT

RDP Release 10, Update 26 :: Mar 28, 2011 :: 1,613,063 16S rRNAs
The Ribosomal Database Project (RDP) provides ribosome related data and services to ¢y Rpp's NAR article @

the scientific community, including online data analysis and aligned and annotated
Bacterial and Archaeal small-subunit 165 rRNA sequences.

RDP Release 10 brings two major changes to the RDP:

= RDP10 provides new Bacterial and Archaeal alignments with several significant enhancements over the
previous RDP 9 alignments.

Use of the Infernal secondary-structure based aligner that provides better support for short partial
sequences and handles certain sequencing artifacts in a more intuitive manner.

Explore our online analysis tools:

HOVER over any tool item in the menu to see a brief popup description of its
features;

CLICK on the tool menu item to begin working with it.

LIB COMPARE
SEQ MATCH . . .

Be sure to view the video tutorials and visit each tool's help file to use our
PROBE MATCH site to your fullest advantage.
TREE BUILDER
PYROSEQUENCING
PIPELINE

Sponsors:
ASSIGNMENT
7@, Office of o )
« National / fice o National
Q@ b (@) Belsiams gy i,
W% Foundation 7 Research Gt Health

RDP_MIMARKS

BROWSERS | CLASSIFIER | LIBCOMPARE | SEQMATCH | PROBE MATCH | TREE BUILDER | PYRO | TAXOMATIC | SEQCART | ASSIGNGEN

47 ROP

login

RDP News

05/18/2011 RDP Staff
attending ASM New Orleans,
May 22-25

Visit with RDP staff at the
poster session on Tues.
afternoon

05/04/2011 RDP aids its users
in making SRA submissions
Don't have your own
submission account? Please call
us when you're ready to
submit.

05/04/2011 RDP's MIMARKS
(former MIENS) GoogleSheets
Ready!

Visit our GoogleSheets Help
page for further information

04/07/2011 Latest MIMARKS
(formerly MIENS) standards
released

The Genomic Standards
Consortium: Bringing
Standards to Life for Microbial
Ecology' is now published
online in ISMEJ

04/04/2011 RDP MIMARKS
GoogleSheet

RDP developed the MIMARKS
GoogleSheet to help you
manage the metatdata for
your samples.

03/28/2011 RDP 10, update
26 released

Release 10.26 contains
1,613,063 aligned 165 rRNA
sequences.

02/17/2011 RDP 10, update
25 released

Release 10.25 contains

1 GAG 480 alionad 16€ rBNA

250 5% B A 516S rRNA B FDEEEHMNEZZFIN TS,

http://rdp.cme.msu.edu/
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Fredrik H. Karlsson et al. :Gut metagenome in European women with

normal,impaired and diabetic glucose control.
Nature 498:99-103(2013)
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Saliva (Post)

Saliva (Pre)

Plaque (Pre) Plaque (Post)
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1. Streptococcus

2. Prevotella

3. Veillonelia

4. Rothia

5. Actinomyces

6. Neisseria

7. Porphyromonas
8. Gemella

9. Fusobacterium
10. Leplotrichia

11. Granulicatella
12. Capnocytophaga
13. Corynebacterium
14. Other genera
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NG

ERPD T O—SOBRITERERARAIERTHORELGEEF ZEHZL



RERELARREIO—S

ENEEHEICRITORERBZDORITNEFIIELTLSD

Bl

KRE. KDODHEELGRES

Jl nxﬁ*ao)$§lm

ERROREEDOIE —EREEE %0 F [

EAFE
LHL. BEREDOHITEEEDFRZREL
FWNEDHELZHH D,
(Finucane et al., 1996; Abuksis et al., 2000; Murphy et al., 2003; Rothan- |50

Tendeur et al., 2003; Janssens ef al., 2004 ; Kuo et al., 2009)

REARERITEEODAREIO—S(F?



MADERPOMERER (HRELAI)

HFOEB64. BER154ITDULVT, Barcoded pyrosequencing ;% T
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Orally fed Tube fed

Veillonella
Streptococcus
Prevotella
Actinomyces
Rothia
Granulicatella
Other genera
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(Takeshita et al., Appl Environ Microbiol, 2011)
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Corynebacterium Peptostreptococcus Fusobacterium Actinobaculum Aggregatibacter Sneathia
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Pasteurella Anaerococcus Mycoplasma SR1
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